FIGURE 1 



gagcccaaat 
gggggaccgt 
acccctgagg 
aactggtacg 
tacaacagca 
ggaaaggagt 
atctccaaag 
gatgagctga 
gacatcgccg 
cccgtgctgg 
aggtggcagc 
taccagcaga 



cttgtgacaa 
cagtcttcct 
tcacatgcgt 
tggacggcgt 
cgtaccgtgt 
acaagtgcaa 
ccaaagtgca 
ccaagaacca 
tggagtggga 
actccgtcgg 
aggggaacgt 
ggagcctctc 



aactcacaca 
cttcccccca 
ggtggtggac 
ggaggtgcat 
ggtcagcgtc 
ggtctccaac 
gccccgagaa 
ggtcagcctg 
gagcaatggg 
ctccttcttc 
cttctcatgc 
cctgtctccg 



tgcccaccgt 
aaacccaagg 
gtgagccacg 
aatgttaaga 
ctcaccgtcc 
aaagccctcc 
ccacaggtgt 
acctgcctgg 
cagccggaga 
ctctacagca 
tccgtgatgc 
ggt aaa 



gcccagcacc 
acaccctcat 
aagaccctga 
caaagccgcg 
tgcaccagaa 
cagcccccat 
acaccctgcc 
tcaaaggctt 
acaactacaa 
agctcaccgt 
atgaggctct 



tgaactcctg 
gatctcccgg 
ggtcaagttc 
ggaggagcag 
ctggatgaat 
cgagaaaacc 
cccatcccgg 
ctatcccagc 
gaccacgcct 
ggacaagagc 
gcacaaccac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

696 



FIGURE 2 



Ala 


Ser 


Thr 


Lys 


Gly 


Pro 


Ser 


Val 


Phe 


Pro 


Leu 


Ala 


Pro 


Ser 


Ser 


Lys 


Ser 


Thr 


Ser 


Gly 


Gly 


Thr 


Ala 


Ala 


Leu 


Gly 


Cys 


Leu 


Val 


Lys 


Asp 


Tyr 


Phe 


Pro 


Glu 


Pro 


Val 


Thr 


Val 


Ser 


Trp 


Asn 


Ser 


Gly 


Ala 


Leu 


Thr 


Ser 


Gly 


Val 


His 


Thr 


Phe 


Pro 


Ala 


Val 


Leu 


Gin 


Ser 


Ser 


Gly 


Leu 


Tyr 


Ser 


Leu 


Ser 


Ser 


Val 


Val 


Thr 


Val 


Pro 


Ser 


Ser 


Ser 


Leu 


Gly 


Thr 


Gin 


Thr 


Tyr 


He 


Cys 


Asn 


Val 


Asn 


His 


Lys 


Pro 


Ser 


Asn 


Thr 


Lys 


Val 


Asp 


Lys 


Lys 


Val 


Glu 


Pro 


Lys 


Ser 


Cys 


Asp 


Lys 


Thr 


His 


Thr 


Cys 


Pro 


Pro 


Cys 


Pro 


Ala 


Pro 


Glu 


Leu 


Leu 


Gly 


Gly 


Pro 


Ser 


Val 


Phe 


Leu 


Phe 


Pro 


Pro 


Lys 


Pro 


Lys 


Asp 


Thr 


Leu 


Met 


He 


Ser 


Arg 


Thr 


Pro 


Glu 


Val 


Thr 


Cys 


Val 


Val 


Val- 


Asp 


Val 


Ser 


His 


Glu 


Asp 


Pro 


Glu 


Val 


Lys 


Phe 


Asn 


Trp 


Tyr 


Val 


Asp 


Gly 


Val 


Glu 


Val 


His 


Asn 


Val 


Lys 


Thr 


Lys 


Pro 


Arg 


Glu 


Glu 


Gin 


Tyr 


Asn 


Ser 


Thr 


Tyr 


Arg 


Val 


Val 


Ser 


Val 


Leu 


Thr 


Val 


Leu 


His 


Gin 


Asn 


Trp 


Met 


Asn 


Gly 


Lys 


Glu 


Tyr 


Lys 


Cys 


Lys 


Val 


Ser 


Asn 


Lys 


Ala 


Leu 


Pro 


Ala 


Pro 


lie 


Glu 


Lys 


Thr 


He 


Ser 


Lys 


Ala 


Lys 


Val 


Gin 


Pro 


Arg 


Glu 


Pro 


Gin 


Val 


Tyr 


Thr 


Leu 


Pro 


Pro 


Ser 


Arg 


Asp 


Glu 


Leu 


Thr 


Lys 


Asn 


Gin 


Val 


Ser 


Leu 


Thr 


Cys 


Leu 


Val 


Lys 


Gly 


Phe 


Tyr 


Pro 


Ser 


Asp 


He 


Ala 


Val 


Glu 


Trp 


Glu 


Ser 


Asn 


Gly 


Gin 


Pro 


Glu 


Asn 


Asn 


Tyr 


Lys 


Thr 


Thr 


Pro 


Pro 


Val 


Leu 


Asp 


Ser 


Val 


Gly 


Ser 


Phe 


Phe 


Leu 


Tyr 


Ser 


Lys 


Leu 


Thr 


Val 


Asp 


Lys 


Ser 


Arg 


Trp 


Gin 


Gin 


Gly 


Asn 


Val 


Phe 


Ser 


Cys 


Ser 


Val 


Met 


His 


Glu 


Ala 


Leu 


His 


Asn 


His 


Tyr 


Gin 


Gin 


Arg 


Ser 


Leu 


Ser 


Leu 


Ser 


Pro 


Gly 


Lys 















FIGURE 3 



Glu 


Pro 


Lys 


Ser 


Cys 


Asp 


Lys 


Thr 


His 


Thr 


Cys 


Pro 


Pro 


Cys 


Pro 


Ala 


Pro 


Glu 


Leu 


Leu 


Gly 


Gly 


Pro 


Ser 


Val 


Phe 


Leu 


Phe 


Pro 


Pro 


Lys 


Pro 


Lys 


Asp 


Thr 


Leu 


Met 


He 


Ser 


Arg 


Thr 


Pro 


Glu 


Val 


Thr 


Cys 


Val 


Val 


Val 


Asp 


Val 


Ser 


His 


Glu 


Asp 


Pro 


Glu 


Val 


Lys 


Phe 


Asn 


Trp 


Tyr 


Val 


Asp 


Gly 


Val 


Glu 


Val 


His 


Asn 


Val 


Lys 


Thr 


Lys 


Pro 


Arg 


Glu 


Glu 


Gin 


Tyr 


Asn 


Ser 


Thr 


Tyr 


Arg 


Val 


Val 


Ser 


Val 


Leu 


Thr 


Val 


Leu 


His 


Gin 


Asn 


Trp 


Met 


Asn 


Gly 


Lys 


Glu 


Tyr 


Lys 


Cys 


Lys 


Val 


Ser 


Asn 


Lys 


Ala 


Leu 


Pro 


Ala 


Pro 


He 


Glu 


Lys 


Thr 


He 


Ser 


Lys 


Ala 


Lys 


Val 


Gin 


Pro 


Arg 


Glu 


Pro 


Gin 


Val 


Tyr 


Thr 


Leu 


Pro 


Pro 


Ser 


Arg 


Asp 


Glu 


Leu 


Thr 


Lys 


Asn 


Gin 


Val 


Ser 


Leu 


Thr 


Cys 


Leu 


Val 


Lys 


Gly 


Phe 


Tyr 


Pro 


Ser 


Asp 


He 


Ala 


Val 


Glu 


Trp 


Glu 


Ser 


Asn 


Gly 


Gin 


Pro 


Glu 


Asn 


Asn 


Tyr 


Lys 


Thr 


Thr 


Pro 


Pro 


Val 


Leu 


Asp 


Ser 


Val 


Gly 


Ser 


Phe 


Phe 


Leu 


Tyr 


Ser 


Lys 


Leu 


Thr 


Val 


Asp 


Lys 


Ser 


Arg 


Trp 


Gin 


Gin 


Gly 


Asn 


Val 


Phe 


Ser 


Cys 


Ser 


Val 


Met 


His 


Glu 


Ala 


Leu 


His 


Asn 


His 


Tyr 


Gin 


Gin 


Arg 


Ser 


Leu 


Ser 


Leu 


Ser 


Pro 


Gly 


Lys 



















FIGURE 4 



tccacacaga gcccatccgt 
gccacctccg tgactctggg 
acctgggaca caggctccct 
ctctctggtc actatgccac 
atgttcacct gccgtgtggc 
ttcagcgtct gctccaggga 
gacggcggcg ggcacttccc 
ccagggacta tcaacatcac 
accgcctcta ccacgcagga 
cagaagcact ggctgtcaga 
tttgaggaca gcaccaagaa 
agccggccca gcccgttcga 
gtggacctgg cacccagcaa 
cctgtgaacc actccaccag 
tccaccctgc cggtgggcac 
acccaccccc acctgcccag 
gctgccccgg aagtctatgc 
accctcgcct gcctgatcca 
aacgaggtgc agctcccgga 
tccggcttct tcgtcttcag 
gagttcatct gccgtgcagt 
gtgtctgtaa atcccggtaa 
agctgtgcag tggggaggac 
gctaccccca ataaactgtg 
agggc 



cttccccttg acccgctgct 
ctgcctggcc acgggctact 
caacgggaca actatgacct 
catcagcttg ctgaccgtct 
acacactcca tcgtccacag 
cttcaccccg cccaccgtga 
cccgaccatc cagctcctgt 
ctggctggag gacgggcagg 
gggtgagctg gcctccacac 
ccgcacctac acctgccagg 
gtgtgcagat tccaacccga 
cctgttcatc cgcaagtcgc 
ggggaccgtg aacctgacct 
aaaggaggag aagcagcgca 
ccgagactgg atcgaggggg 
ggccctcatg cggtccacga 
gtttgcgacg ccggagtggc 
gaacttcatg cctgaggaca 
cgcccggcac agcacgacgc 
ccgcctggag gtgaccaggg 
ccatgaggca gcgagcccct 
atgacgtact cctgcctccc 
tggccagacc ttctgtccac 
cctgctcaga gccccagtac 



gcaaaaacat tccctccaat 60 
tcccggagcc ggtgatggtg 120 
taccagccac caccctcacg 180 
cgggtgcgtg ggccaagcag 240 
actgggtcga caacaaaacc 300 
agatcttaca gtcgtcctgc 360 
gcctcgtctc tgggtacacc 420 
tcatggacgt ggacttgtcc 480 
aaagcgagct caccctcagc 540 
tcacctatca aggtcacacc 600 
gaggggtgag cgcctaccta 660 
ccacgatcac ctgtctggtg 720 
ggtcccgggc cagtgggaag 780 
atggcacgtt aaccgtcacg 840 
agacctacca gtgcagggtg 900 
ccaagaccag cggcccgcgt 960 
cggggagccg ggacaagcgc 1020 
tctcggtgca gtggctgcac 1080 
agccccgcaa gaccaagggc 1140 
ccgaatggga gcagaaagat 1200 
cacagaccgt ccagcgagcg 1260 
tccctcccag ggctccatcc 1320 
tgttgcaatg accccaggaa 1380 
acccattctt gggagcgggc 1440 

1445 



FIGURE 5 



Ser Thr 
lie Pro 
Tyr Phe 
Gly Thr 
Tyr Ala 
Met Phe 
Asp Asn 
Val Lys 
Thr He 
Asn lie 
Thr Ala 
Leu Thr 
Gin Val 
Ala Asp 
Pro Phe 
Val Asp 
Ala Ser 
Arg Asn 
Asp Trp 
Leu Pro 
Ala Ala 
Arg Asp 
Asp He 
Arg His 
Val Phe 
Glu Phe 
Val Gin 



Gin Ser 
Ser Asn 
Pro Glu 
Thr Met 
Thr He 
Thr Cys 
Lys Thr 
He Leu 
Gin Leu 
Thr Trp 
Ser Thr 
Leu Ser 
Thr Tyr 
Ser Asn 
Asp Leu 
Leu Ala 
Gly Lys 
Gly Thr 
lie Glu 
Arg Ala 
Pro Glu 
Lys Arg 
Ser Val 
Ser Thr 
Ser Arg 
He Cys 
Arg Ala 



Pro Ser 
Ala Thr 
Pro Val 
Thr Leu 
Ser Leu 
Arg Val 
Phe Ser 
Gin Ser 
Leu Cys 
Leu Glu 
Thr Gin 
Gin Lys 
Gin Gly 
Pro Arg 
Phe He 
Pro Ser 
Pro Val 
Leu Thr 
Gly Glu 
Leu Met 
Val Tyr 
Thr Leu 
Gin Trp 
Thr Gin 
Leu Glu 
Arg Ala 
Val Ser 



Val Phe 
Ser Val 
Met Val 
Pro Ala 
Leu Thr 
Ala His 
Val Cys 
Ser Cys 
Leu Val 
Asp Gly 
Glu Gly 
His Trp 
His Thr 
Gly Val 
Arg Lys 
Lys Gly 
Asn His 
Val Thr 
Thr Tyr 
Arg Ser 
Ala Phe 
Ala Cys 
Leu His 
Pro Arg 
Val Thr 
Val His 
Val Asn 



Pro Leu 
Thr Leu 
Thr Trp 
Thr Thr 
Val Ser 
Thr Pro 
Ser Arg 
Asp Gly 
Ser Gly 
Gin Val 
Glu Leu 
Leu Ser 
Phe Glu 
Ser Ala 
Ser Pro 
Thr Val 
Ser Thr 
Ser Thr 
Gin Cys 
Thr Thr 
Ala Thr 
Leu He 
Asn Glu 
Lys Thr 
Arg Ala 
Glu Ala 
Pro Gly 



Thr Arg 
Gly Cys 
Asp Thr 
Leu Thr 
Gly Ala 
Ser Ser 
Asp Phe 
Gly Gly 
Tyr Thr 
Met Asp 
Ala Ser 
Asp Arg 
Asp Ser 
Tyr Leu 
Thr He 
Asn Leu 
Arg Lys 
Leu Pro 
Arg Val 
Lys Thr 
Pro Glu 
Gin Asn 
Val Gin 
Lys Gly 
Glu Trp 
Ala Ser 
Lys 



Cys 


Cys 


Lys 


Asn 


Leu 


Ala 


Thr 


Gly 


Gly 


Ser 


Leu 


Asn 


Leu 


Ser 


Gly His 


Trp 


Ala 


Lys 


Gin 


Thr 


Asp 


Trp 


Val 


Thr 


Pro 


Pro 


Thr 


His 


Phe 


Pro 


Pro 


Pro 


Gly 


Thr 


He 


Val 


Asp 


Leu 


Ser 


Thr 


Gin 


Ser 


Glu 


Thr 


Tyr 


Thr 


Cys 


Thr 


Lys 


Lvs 


Cys 


Ser 


Arg 


Pro 


Ser 


Thr 


Cys 


Leu 


Val 


Thr 


Trp 


Ser 


Arg 


Glu 


Glu 


Lys 


Gin 


Val 


Gly 


Thr 


Arg 


Thr 


His 


Pro 


His 


Ser 


Gly 


Pro 


Arg 


Trp 


Pro 


Gly 


Ser 


Phe 


Met 


Pro 


Glu 


Leu 


Pro 


Asp 


Ala 


Ser 


Gly 


Phe 


Phe 


Glu 


Gin 


Lys 


Asp 


Pro 


Ser 


Gin 


Thr 



FIGURE 6 



Phe 


Thr 


Pro 


Pro 


Gly 


His 


Phe 


Pro 


Thr 


Pro 


Gly 


Thr 


Asp 


Val 


Asp 


Leu 


Ser 


Thr 


Gin 


Ser 


Arg 


Thr 


Tyr 


Thr 


Ser 


Thr 


Lys 


Lys 


Leu 


Ser 


Arg 


Pro 


He 


Thr 


Cys 


Leu 


Leu 


Thr 


Trp 


Ser 


Lys 


Glu 


Glu 


Lys 


Pro 


Val 


Gly 


Thr 


Val 


Thr 


His 


Pro 


Thr 


Ser 


Gly 


Pro 


Glu 


Trp 


Pro 


Gly 


Asn 


Phe 


Met 


Pro 


Gin 


Leu 


Pro 


Asp 


Gly 


Ser 


Gly 


Phe 


Trp 


Glu 


Gin 


Lys 


Ser 


Pro 


Ser 


Gin 



Thr 


Val 


Lys 


He 


Pro 


Thr 


He 


Gin 


He 


Asn 


He 


Thr 


Ser 


Thr 


Ala 


Ser 


Glu 


Leu 


Thr 


Leu 


Cys 


Gin 


Val 


Thr 


Cys 


Ala 


Asp 


Ser 


Ser 


Pro 


Phe 


Asp 


Val 


Val 


Asp 


Leu 


Arg 


Ala 


Ser 


Gly 


Gin 


Arg 


Asn 


Gly 


Arg 


Asp 


Trp 


He 


His 


Leu 


Pro 


Arg 


Arg 


Ala 


Ala 


Pro 


Ser 


Arg 


Asp 


Lys 


Glu 


Asp 


He 


Ser 


Ala 


Arg 


His 


Ser 


Phe 


Val 


Phe 


Ser 


Asp 


Glu 


Phe 


He 


Thr 


Val 


Gin 


Arg 



Leu 


Gin 


Ser 


Ser 


Leu 


Leu 


Cys 


Leu 


Trp 


Leu 


Glu 


Asp 


Thr 


Thr 


Gin 


Glu 


Ser 


Gin 


Lys 


His 


Tyr 


Gin 


Gly 


His 


Asn 


Pro 


Arg 


Gly 


Leu 


Phe 


He 


Arg 


Ala 


Pro 


Ser 


Lys 


Lys 


Pro 


Val 


Asn 


Thr 


Leu 


Thr 


Val 


Glu 


Gly 


Glu 


Thr 


Ala 


Leu 


Met 


Arg 


Glu 


Val 


Tyr 


Ala 


Arg 


Thr 


Leu 


Ala 


Val 


Gin 


Trp 


Leu 


Thr 


Thr 


Gin 


Pro 


Arg 


Leu 


Glu 


Val 


Cys 


Arg 


Ala 


Val 


Ala 


Val 


Ser 


Val 



Cys 


Asp 


Gly 


Gly 


Val 


Ser 


Gly 


Tyr 


Gly 


Gin 


Val 


Met 


Gly 


Glu 


Leu 


Ala 


Trp 


Leu 


Ser 


Asp 


Thr 


Phe 


Glu 


Asp 


Val 


Ser 


Ala 


Tyr 


Lys 


Ser 


Pro 


Thr 


Gly 


Thr 


Val 


Asn 


His 


Ser 


Thr 


Arg 


Thr 


Ser 


Thr 


Leu 


Tyr 


Gin 


Cys 


Arg 


Ser 


Thr 


Thr 


Lys 


Phe 


Ala 


Thr 


Pro 


Cys 


Leu 


He 


Gin 


His 


Asn 


Glu 


Val 


Arg 


Lys 


Thr 


Lys 


Thr 


Arg 


Ala 


Glu 


His 


Glu 


Ala 


Ala 


Asn 


Pro 


Gly 


Lys 



FIGURE 7 



Glu 


Pro 


Lys 


ber 


Pro 


G1U 


Leu 


Leu 


Lys 


Asp 


l nr 


Leu 


Val 


Asp 


vai 


C /*n -v- 

ber 


Asp 


GXy 


vai 


p 1 n 
blU 


Tyr 


Asn 


ber 


i nr 


Asn 


irp 




Ben 
no! 1 


Leu 


Pro 


Ala 


Pro 


Arg 


GlU 


Pro 


Gin 


Lys 


Asn 


bin 


va x 


Asp 


He 


Ala 


vai 


Lys 


Thr 


1 nr 


Pro 


O v 

ber 


Lys 


Leu 


i nr 


Ser 


Cys 


C* V 

ber 


\7 1 

vai 


Ser 


Leu 


Ser 


Leu 


Gly 


Gly 


Gly 


Ser 


T "I ^ 

He 


Leu 


Gin 


Ser 


Gin 


Leu 


Leu 


Cys 


Thr 


Trp 


Leu 


GlU 


Ser 


Thr 


Thr 


Gin 


Leu 


Ser 


Gin 


Lys 


Thr 


Tyr 


Gin 


Gly 


Ser 


Asn 


Pro 


Arg 


Asp 


Leu 


Phe 


He 


Leu 


Ala 


Pro 


Ser 


Gly 


Lys 


Pro 


Val 


Gly 


Thr 


Leu 


1 nr 


He 


Glu 


Gly 


Glu 


Arg 


Ala 


Leu 


Met 


Pro 


Glu 


Val 


Tyr 


Lys 


Arg 


Thr 


Leu 


Ser 


Val 


Gin 


Trp 


Ser 


Thr 


Thr 


Gin 


Ser 


Arg 


Leu 


Glu 


He 


Cys 


Arg 


Ala 


Arg 


Ala 


Val 


Ser 



Cys 


Asp 


Lys 


-rpl_ 

i nr 


pi \t 
g x y 


pi \/ 
Giy 


riu 


OCX 


lyier. 


lie 


Cor* 




nib 


\J JL LI 




Prn 
ri u 


vai 


lix S 


Asn 


vdl 


T \ 7 ~t~ 

iyr 


nX y 


Vox 


v a J. 






Glu 


fur 


Tip 


pi n 

VjX u 


T .\7 Q 

Jjyo 


Thr 


v ax 


iyr 


TH v 
i llL 


Leu 


C o Y~ 


Leu 


1 1 1 x 


v^y o 


GlU 


Trp 


Gl U 


oer 


Pro 


Va 1 

v a i 


Leu 


nop 


vai 


Asp 


Lys 


Cor 


M6t 


HIS 


GlU 


7\ 1 o 
nld 


Cor 




pi w 


Lys 


P 1 \r 

Gly 


Giy 


gx y 


gx y 


Ser 


Cys 


Asp 


Gxy 


Leu 


Val 


Ser 


GXy 


Asp 


Giy 


Gxn 


Va 1 

v a x 


GlU 


Gly 


/~*l n 
GlU 


Leu 


His 


Trp 


Leu 


Ser 


His 


Thr 


nu _ 

Fne 


GlU 


Gly 


Val 


Ser 


Ala 


Arg 


Lys 


C *-l V 

ber 


Pro 


Lys 


Gly 


rp l_ 

I nr 


vai 


Asn 


His 


Ser 


Thr 


vai 


i nr 


Ser 


i nr 


Thr 


Tyr 


Gin 


Cys 


Arg 


Ser 


Thr 


Thr 


Ala 


Phe 


Ala 


Thr 


Ala 


Cys 


Leu 


He 


Leu 


His 


Asn 


Glu 


Pro 


Arg 


Lys 


Thr 


Val 


Thr 


Arg 


Ala 


Val 


His 


Glu 


Ala 


Val 


Asn 


Pro 


Gly 



nio 


Thr- 
x i ix 


uyo 


Prn 


V^ 1 

V cl X 


£ 1 1 C 


T.on 

J-tC: Li 


Pho 

IT 1 1C 


i nr 




Pill 


Va 1 
Vdl 


Glu 


Val 


Lys 


Phe 


Lys 


Th r- 

i nr 


Lys 


ir ro 


Ser 


Val 


Leu 


Thr 


Lys 




Lys 


Va 1 


He 


Ser 


Lys 


Ala 


Pro 


Pro 


Ser 


Arg 


T .on 


Val 


Lys 


Gly 


7\ c? ri 


PI w 
oxy 


Pin 


t X L/ 


Ser 


Val 


Gly 


Ser 


Arg 


Trn 


Gin 


Gin 


T on 

Lit, LI 


Hi c; 
nio 


Asn 


His 


Vdl 


Pin 


PI \7 

oiy 


PI \7 

biy 


ber 




i nr 


P r- f^i 


PI \7 


PI V 


H i 
nio 


Pho 
rile 


Tyr 


i nr 


Pro 


PI \; 

gx y 


rJcL 


7\ o ri 
nop 


Va 1 
v dl 


nop 


ax a 


ber 


TH r- 

i nr 


Pin 

gx n 


Asp 


Arg 


i nr 


iyr 


ASp 


ber 


l nr 


Lys 


Tyr 


Leu 


Ser 


Arg 


TH y~ 

j. nr 


T 1 o 

x x e 


TH r 

i nr 


P\7 O 

LyS 


Asn 


Leu 


TH -r 

i n r 


irp 


Arg 


Lys 


Glu 


Glu 


Leu 


Pro 


Val 


Gly 


Arg 


Val 


Thr 


His 


Lys 


Thr 


Ser 


Gly 


Pro 


Glu 


Trp 


Pro 


Gin 


Asn 


Phe 


Met 


Val 


Gin 


Leu 


Pro 


Lys 


Gly 


Ser 


Gly 


Glu 


Trp 


Glu 


Gin 


Ala 


Ser 


Pro 


Ser 



Pro 


Cys 


Pro 


Ala 


IT .L KJ 


Pro 
r j. u 


T.\7<^ 

JjyO 


Pro 


1 I IX 


PWQ 


Va 1 

V cl _L 


Va 1 


Z\ cr n 


Trn 

i rp 


i yx 


Val 


Arg 


Glu 


Glu 


Gin 


Val 


Leu 


His 


Gin 




Asn 


Lys 


Ala 


Lys 


Va 1 
vdl 


Pin 


n u 


nop 


Pin 


T .on 
XjC LI 


Thr 


Pho 


iyr 


Prn 
ri u 


^or 


Pin 


Ben 
noil 


Aon 
no 1 1 


i yr 


Pho 


Pho 
tile 


T Oil 
Lie U 


i yx 


Gly 


Asn 


Val 


Phe 


iyr 


PI n 


Pin 

bill 


nX. y 


P 1\7 

Gxy 


PI \7 

oiy 


Q O T~ 

Ocl 


P 1 \7 

uiy 


r 1 U 


Th r~ 

X J 11. 


Va 1 


xj y o 


IT i 


IT X, U 


1 1 IX 


He 


Th T" 


T 1 o 


nol 1 


T 1 o 


Leu 


Ser 


TH v 

i nr 


a 1 a 
ax a 


Ocl 


Pin 
blU 


Leu 


Th -r 
X 11X 


Th r- 
1 XIX 


P\7 Q 

v_, y o 


Pin 

O ±11 


V^ 1 
v a x 


Lys 


P\7 O 

^y s 


Z\ 1 A 

nX a 


Zi c: ri 
nip 


Pro 


C o r 

ber 


rlO 


Pho 
rile 


Leu 


\7 1 

va x 


\7 1 

vax 


Asp 


Ser 


Arg 


nXci 


Qo -r 
oc X 


Lys 


Gin 


Arg 


Asn 


Thr 


Arg 


Asp 


Trp 


Pro 


His 


Leu 


Pro 


Pro 


Arg 


Ala 


Ala 


Gly 


Ser 


Arg 


Asp 


Pro 


Glu 


Asp 


He 


Asp 


Ala 


Arg 


His 


Phe 


Phe 


Val 


Phe 


Lys 


Asp 


Glu 


Phe 


Gin 


Thr 


Val 


Gin 



W:\DOCS\BGY\BGY-1377.DOC 
042601 



. f— i " ~ W1 i 1 1 i 

O O O C5 O O 

35 5 55 cn ^ b 

astray au iLueisjH luoai&d 



8 



-6 annDiJ 



FIGURE 10 



GE2 binding to HMC-1 cells that express 
FcGRIIb but not FcERIa 



A. Cell gating 
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B. (SohfTol staining with 
goat anti-human IgG 
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C. huma^IgG followed 
/by §tanft trig; with goat anti- 
human igG 



C. GE?/firofem^followecI 
by staining with goat anti- 
human IgG 



FIGURE 11 



GE2 binding to 3D10 cells that expresif 
FcsRIa but not Fc/RIIb 



A. Cell gating on 3D10 cells 
which express FcERIa but 
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B. Staining with goat anti- 
human IgE alone 
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C. human IgE myeloma 
goat anti-human IgE 
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D. GE^#i!0we<£by staining 
with goat anti-human IgE 



